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Abstract Case Study # 2 - Use of CHO-K1 Cell Line with ‘Landing Pad’ for

Simplified Gene Expression
CHO cells continue to be the gold standard for biotherapeutic development. With the publication of the CHO genome and the

advances in CRISPR-mediated gene editing, the engineering of custom CHO cell lines is feasible. Rapid, cost-effective
generation of custom CHO lines requires efficient delivery of CRISPR machinery for precise gene editing and high, post
engineering cell viability. This poster highlights case studies demonstrating the use of non-viral, CRISPR-mediated genome
editing of CHO cells to overcome issues such as protein quality, glycosylation heterogeneity, and product purification
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Figure 6: Effect of Donor Type on Site-specific Integration. 1e7 CHO-K1 cell containing the landing pad were electroporated
using MaxCyte electroporation with plasmids encoding Cas9 +/- sgRNA and various donors encoding RFP. HDR homology
arms were 2 x 850 bp; MMEJ homology arms were 2 x 20 bp. HDR-mediated SSI efficiency was higher than MMEJ-mediated
SS| efficiency. Data from University of Delaware.
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MGAT1- CHO cell lines. The percentage of high-mannose, complex,
and potential bisected N-linked glycans are indicated. Analysis
performed by Complex Carbohydrate Research Center at the
University of Georgia.

B High Mannose
Complex Glycans
Bl Potential Bisected

72%

Summary
PG9 (V1/V2 Domain) PGT128 (V3 Domain) CHO1 (V1/V2 Domain) These case studies demonstrate the broad impacts of MaxCyte’s enabling EXPERT™ platform ranging from improving
the efficacy of biologics, accelerating protein production and developing innovative new gene editing schemes.
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- Precise genome engineering

Figure 4: Improved Binding of V1/V2 and V3 Domain bN-mAbs to rgp120 Produced in MGAT1-deficient CHO Cells. A224-rgp120 purified from CHO-S _ High titer transient protein production
or MGAT1- CHO cells were coated onto microtiter plates and binding of a panel of antibodies with broadly neutralizing capacity examined via
fluorescence immunoassays.

- Rapid, high titer stable cell line generation
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